Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.043; wR factor = 0.141; data-to-parameter ratio = 13.9.
Related literature
For the use of pyridine derivatives containing cyano, amino, carboxyl and hydroxyl groups as drugs, see: Zhou et al. (2008) ; Stevenson et al. (2000) ; Harris & Uhle (1960) ; Ho et al. (1986) ; Rajeswaran et al. (1999) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.141 S = 1.06 7874 reflections 567 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.52 e Å À3 Á min = À0.41 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x À 1; y; z; (ii) Àx þ 2; y þ 1 2 ; Àz þ 1 2 ; (iii) Àx þ 2; y À 1 2 ; Àz þ 1 2 . Cg5, Cg7 and Cg8 are the centroids of the C24-N29, C8-C13 and C8A-C13A rings, respectively.
Experimental
Data collection: APEX2 (Bruker, 2004); cell refinement: SAINT (Bruker, 2004); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). Fig. 1 . Perspective view of one of the two molecules in the asymmetric unit with displacement ellipsoids drawn at the 50% probability level. The H atoms are shown as small circles of arbitrary radii. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

4-
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 120.1 (2) N14-C15-C7 110.1 (2) N1-C2-C7 115.6 (2) N14-C15-H15 125.0 C3-C2-C7 124.3 (2) C7-C15-H15 125.0 N1'-C2'-C3' 120.5 (2) N14'-C15'-C7' 110.3 (2) N1'-C2'-C7' 113.9 (2) N14'-C15'-H15' 124.9 C3'-C2'-C7' 125.6 (2) C7'-C15'-H15' 124.9
Hydrogen-bond geometry (Å, °) 
